Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.095; data-to-parameter ratio = 10.0.
In the title compound, C 15 H 22 O 3 , the five-membered ring displays an envelope conformation, whereas the two sixmembered rings show different conformations, viz. chair and half-chair. In the crystal, molecules are linked through intermolecular O-HÁ Á ÁO hydrogen bonds, forming chains running along the b axis.
Related literature
For the fungicidal activity of the endophytic fungus Trichoderma taxi sp. nov. from Taxus mairei, see: Nielsen et al. 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Bioassays showed Trichodermin strongly inhibited Rhizoctonia solani and Botrytis cinere. In order to find the relationship between the stereochemistry of the C4 position and biological activities, the title compound had been designed and synthesized. Its molecular structure is shown in Fig. 1 (Table 1) in the crystal structure, which lead to the formation of chains running along the b axis (Fig. 2 ).
To a solution of 12,13-Epoxytrichothec-9-ene-4-one (1 g) in THF(100 ml) containing 10 ml of methanol was added sodium borohydride (100 mg) and the reactant was partitioned between 100 ml of ethyl acetate and water. The organic layer was dried with MgSO 4 and concentrated, and the residue was chromatographed to give 620 mg solid precipitate. The solid was filtrated and recrystallized with 95% ethanol to colourless blocks.
[α]D = 65. 
Refinement
In the absence of significant anomalous scattering effects, Friedel pairs were averaged; the absolute configuration was not determined. The H atoms were geometrically placed (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). The methyl group was allowed to rotate, but not to tip, to best fit the electron density.
Figures Fig. 1 . The molecular structure of (I), showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. 
Special details

Geometry. ENTER SPECIAL DETAILS OF THE MOLECULAR GEOMETRY
Refinement. Refinement using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . R-factor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt). 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
